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Figure S6:
The docked pose of compound 86(golden yellow) in the binding pocket of SARS 3CL pro (PDBID: 2Z3E). 4 The key interacting amino acids Gln192 and Val186 (green) are highlighted with the amino acids in the binding pocket (grey).
Figure S7:
The docked pose of compound 105(blue) in the binding pocket of SARS 3CL pro (PDBID: 1UK4). 3 The key interacting amino acids Glu166, Pro168, and Gln192 (magenta) are highlighted with the amino acids in the binding pocket (grey).
Figure S8:
The docked pose of compound 140 (cyan) in the binding pocket of SARS 3CL pro (PDBID: 1UK4). 3 Nitro group formed a hydrogen bond with side chains of Gly-143 and Cys145, and the 4-chloro phenyl ring was predicted to fit into the S2 pocket. 
